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Abstract: Parasites are still playing a small role in the analysis of evolutionary events of their 
hosts, even so there are already some examples where parasites have been successfully used 
as an additional marker, highlighting undetected phylogenetic patters within their hosts. However, 
parasite taxonomy still mostly relies on morphoanatomic characteristics and differences in life 
cycles to distinguish between different species, which can hide more complex phylogenetic rela-
tionships between similar parasites. Also, genetic analyses frequently reveal cryptic species. In 
this study, we analysed the phylogenetic variation within the nematode Spauligodon atlanticus, 
parasite of the Canarian lizards genus Gallotia inferring about its phylogeographic pattern. We 
also attempt to determine its relationships to other Spauligodon species parasitising others lac-
ertids. We use the mitochondrial Cytochrome oxidase subunit 1 to estimate the genetic variation 
within these nematodes. Even though S. atlanticus presents a direct life cycle, with its dispersion 
completely dependent on the host, and has been described as specific to Gallotia, results suggest 
that its phylogeography does not completely parallel that of the lacertid host. Namely, the shallow 
phylogeny of S. atlanticus mostly track the process of island colonization by the host. However, 
the apparent similarity of the deep phylogeny separating Eastern from Western lineages disap-
peared when others Spauligodon species are included in the analysis; the phylogeographic pat-
tern becomes more complicated. Parasites, hence, may provide an additional element for inferring 
the phylogenetic and phylogeographic patterns of the hosts but can no longer be seen as mere 
spectators of their hosts’ life.


